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OVERVIEW:

Dr. Nolan is the Rachford and Carlota A. Harris Professor in the Department of Pathology at Stanford University
School of Medicine. He trained with Leonard Herzenberg (for his Ph.D.) and Nobelist Dr. David Baltimore (for
postdoctoral work for the first cloning/characterization of NF- B p65/RelA and the development of rapid retroviral
production systems). He has published over 330 research papers, is the holder of 50 US patents, and has been
honored as one of the top 25 inventors at Stanford University.

Dr. Nolan is the first recipient of the Teal Innovator Award (2012) from the Department of Defense (a $3.3 million
grant for advanced studies in ovarian cancer), the first recipient of an FDA BAAA to an academic institution ($3
million for “Bio-agent protection” grant from the FDA for a “Cross-Species Immune System Reference”), received
the award for “Outstanding Research Achievement in 2011” from the Nature Publishing Group for his development
of CyTOF applications in the immune system, Elected as a Fellows of the American Institute for Medical and
Biological Engineering, and is the recipient of the Ernest Cotlove Award from the Academy of Clinical Laboratory
Physicians & Scientists.

Dr. Nolan is an outspoken proponent of translating public & private investment in basic research to serve the public
welfare. Dr. Nolan was the founder of Rigel Inc. (NASDAQ: RIGL), and Nodality, Inc., a diagnostics development
company and serves on the Boards of Directors of several companies, as well as consults for other biotechnology
companies. DVS Sciences, on which he is Chair of the Scientific Advisory Board, was sold for $207 million
underscoring the considerable interest in the technology in academic and clinical venues. He was the co-Founder
of BINA, a sequence analysis company sold to Roche for $110 million, and is the co-Founder of Apprise, Akoya, Scale,
Cellformatica, Health Universe, lonPath, and StarDustX—all companies in the single cell analysis, pathology imaging
arena, atomic imaging, or artificial intelligence fields.

Dr. Nolan’s areas of research include hematopoiesis, cancer and leukemia, immuno-oncology, autoimmunity and
inflammation, and computational approaches for network and systems immunology. He has focused on a single cell
analysis advance using a mass spectrometry-flow cytometry hybrid device, the so-call “CyTOF”. The approach uses
an advanced ion plasma source to determine the levels of tagged reagents bound to cells—enabling a vast increase
in the number of parameters that can be measured per cell. Another innovation is termed molecular ion beam
imaging (MIBI), a system that also uses mass tags that will enable sub-light imaging (50 nm resolution) of tissue
sections as well as the CODEX system enabling 50 or more parameters per image. Further innovations include
atomic imaging and split pool single cell labeling for proteomics and genomics. Dr. Nolan’s efforts are to enable a
deeper understanding not only of normal immune function, trauma, and other inflammatory events but also
detailed substructures of leukemias and solid cancers—which will enable wholly new understandings that will enable
better management of disease and clinical outcomes. His laboratory lately mostly focuses on Al and Large Language
Model human-level interpretation of complex datasets.

HONORS AND FELLOWSHIPS

e National Science Foundation Fellowship. Organization and Function of the Eukaryotic Genome. Spetsai, Greece.
September 1988.

e Awarded American Cancer Society Fellowship (declined).

e National Institutes of Health Fellowship: June 1990-June
1992.

e Leukemia Society Special Fellow: July 1992-June 1995.

e Leukemia Society Scholar Award: July 1995-June 2000.
Hume Faculty Scholar: 1993-1998

e Board of Trustees, Leukemia Society of America, Northern California: 1995-
1998.

e Burroughs Wellcome Fund New Investigator Award: July 1996 - June 2000.
e Stanford University: Howard Hughes Medical Institute Junior Faculty Scholar Award. May 1997 - April 1998.
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e Leukemia and Lymphoma Society: Stohlman Scholar. January 2000 — December 2000.

e Nature Publishing Group “Outstanding Research Achievement for 2011” for Mass Cytometry and CyTOF.

e Department of Defense Teal Innovator Award, 2012.

e Elected as a Fellow of the American Institute for Medical and Biological Engineering, 2014 (induction in 2015).
e Cotlove Award, Academy of Clinical Laboratory Physicians & Scientists (2015).

e International Society for Laboratory Hematology Award
(2021)

e University of Bern - Hans Sigrist Prize (2021)
e Keio University Medical Science Prize. (2022)
e M.D. Anderson Award (2022)

e The Arthur Kornberg and Paul Berg Lifetime Achievement Award in Biomedical Sciences (2024)

NIH BOARDS (prior and current)
Co-Chair, trans-NIH Roadmap Initiative on Cellular Signatures.
National Heart, Lung, and Blood Institute Board of External Experts.

NCI-Frederick Advisory Committee.

NATIONAL SOCIETIES (prior and current)
American Association for the Advancement of Science Society of Developmental Biology
American Society for Microbiology American Society for Gene Therapy

American Association of Immunologists

EDITORIAL BOARDS (prior)

Chemistry and Biology (1997-1999) Gene Therapy & Molecular Biology

Genes to Cells Molecular Therapy (American Cancer Society)
Molecular Systems Biology Open Network Biology
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10.1038/s41590-025-02163-1.

2. Zhu, B, Bai, Y., Yeo, YY., Lu, X., Rovira-Clave, X., Chen, H., Yeung, J., Nkosi, D., Glickman, J., Delgado-Gonzalez, A.,
Gerber, G.K., Angelo, M., Shalek, A.K., Nolan, G.P., and Jiang, S. (2025). A multi-omics spatial framework for host-
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